k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas;s__sp._oral_taxon_275
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas;s__sp._oral_taxon_285
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g__ Alloprevotella;s__sp._oral_taxon_473
k__Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f__Flavobacteriaceae;g__Capnocytophaga;s__sputigena
k__Bacteria;p__Firmicutes;c__Bacilli;o__Bacillales;f__Gemellaceae;g__Gemella;s__morbillorum
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae_[XIV];g__Catonella;s__morbi
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptoniphilaceae;g__Parvimonas;s__micra
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptostreptococcaceae_[XI];g__Peptostreptococcus;s__stomatis
k__Bacteria;p__Firmicutes;c__Erysipelotrichia;o__Erysipelotrichales;f__Erysipelotrichaceae;g__Solobacterium;s__moorei

k__ Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__multispecies_spp25_2

k__ Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__nucleatum_subsp._polymorphum
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f _Fusobacteriaceae;g_ Fusobacterium;s__nucleatum_subsp._vincentii
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__goodfellowii
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__sp._oral_taxon_219

k__ Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__sp._oral_taxon_225
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Neisseriales;f _Neisseriaceae;g_ Kingella;s_ kingae

k__ Bacteria;p__Proteobacteria;c__Epsilonproteobacteria;o__Campylobacterales;f Campylobacteraceae;g__Campylobacter;s_ showae
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f _Pasteurellaceae;g__Aggregatibacter;s__segnis
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f _Pasteurellaceae;g_ Haemophilus;s__sp._oral_taxon_908



