k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f _Micrococcaceae;g__Rothia;s__mucilaginosa
k__Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f _Porphyromonadaceae;g_ Porphyromonas;s__sp._oral_taxon_279
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas;s__sp._oral_taxon_930
k__Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f__Flavobacteriaceae;g_ Bergeyella;s__sp._oral_taxon_931
k__Bacteria;p__Firmicutes;c__Bacilli;o__Bacillales;f__Gemellaceae;g__Gemella;s__haemolysans

k__ Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Aerococcaceae;g__Abiotrophia;s__defectiva
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f _Carnobacteriaceae;g__Granulicatella;s__elegans
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__dentisani
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__mitis
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__sp._oral_taxon_064
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__periodonticum
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o_ Burkholderiales;f__Burkholderiaceae;g__Lautropia;s__mirabilis
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Neisseriales;f_Neisseriaceae;g__ Neisseria;s__flavescens|subflava

k__ Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Neisseriales;f _Neisseriaceae;g__Neisseria;s__mucosa

k__ Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g_ Haemophilus;s__parainfluenzae
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f _Pasteurellaceae;g_ Haemophilus;s__sp._oral_taxon_036
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__ Pasteurellales;f _Pasteurellaceae;g_ Haemophilus;s__sp._oral_taxon_908
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g_ Haemophilus;s__sp._oral_taxon_908_nov_96.74%
k__Bacteria;p__Saccharibacteria_(TM7);c_ TM7_[C-1];0_ TM7_[O-1];f _TM7_[F-1];,g_ TM7_[G-6];s_ sp._oral_taxon_870



