k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f _Micrococcaceae;g__Rothia;s__mucilaginosa
k__Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f _Porphyromonadaceae;g_ Porphyromonas;s__sp._oral_taxon_279
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g__ Prevotella;s__nanceiensis
k__Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f__Flavobacteriaceae;g_ Bergeyella;s__sp._oral_taxon_322
k__Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f__Flavobacteriaceae;g_ Capnocytophaga;s__gingivalis
k__Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f__Flavobacteriaceae;g_ Capnocytophaga;s__gingivalis_nov_90.68%
k__Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f__Flavobacteriaceae;g__Capnocytophaga;s__leadbetteri
k__Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f__Flavobacteriaceae;g__Capnocytophaga;s__sputigena
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Carnobacteriaceae;g__Granulicatella;s__adiacens
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__australis
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__infantis

k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__multispecies_spp42_2
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f_Streptococcaceae;g__Streptococcus;s__sp._oral_taxon_431
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__periodonticum

k__ Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__sp._oral_taxon_215_nov_97.41%
k__Bacteria;p__Proteobacteria;c_ Betaproteobacteria;o_ Neisseriales;f _Neisseriaceae;g__ Neisseria;s__ flavescens|subflava
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g_ Haemophilus;s__parainfluenzae
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o_ Pseudomonadales;f _Moraxellaceae;g_ Moraxella;s__sp._Oral_Taxon_B07
k_Bacteria;p_ SR1;c_ SR1 [C-1];0_ SR1 [O-11;f SR1_[F-1];9_ SR1 [G-1];s_ sp. oral_taxon_874



