k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f _Actinomycetaceae;g__Actinobaculum;s__sp._Oral_Taxon_183
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f _Actinomycetaceae;g__ Actinomyces;s__gerencseriae
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f _Actinomycetaceae;g__Actinomyces;s__graevenitzii
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f _Actinomycetaceae;g__Actinomyces;s__israelii
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Actinomycetaceae;g__ Actinomyces;s__meyeri
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Actinomycetaceae;g__ Actinomyces;s__odontolyticus
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Actinomycetaceae;g__ Actinomyces;s__odontolyticus_nov_97.24%
k__ Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Actinomycetaceae;g_ Actinomyces;s_ sp._Oral_Taxon_172

k__ Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Actinomycetaceae;g_ Actinomyces;s__sp._Oral_Taxon_175
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Actinomycetaceae;g_ Actinomyces;s_ sp._Oral_Taxon_180
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Actinomycetaceae;g_ Actinomyces;s_ sp._Oral_Taxon_181
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Actinomycetaceae;g_ Actinomyces;s__sp._str._ChDCB197
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Corynebacteriaceae;g__Corynebacterium;s__durum
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Corynebacteriaceae;g__Corynebacterium;s__matruchotii
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f _Micrococcaceae;g__Rothia;s__aeria
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Micrococcaceae;g__Rothia;s__dentocariosa
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Micrococcaceae;g_ Rothia;s__multispecies_spp44_2
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f_Propionibacteriaceae;g__ Propionibacterium;s__multispecies_spp36_2
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Propionibacteriaceae;g__Propionibacterium;s__propionicum
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f_Propionibacteriaceae;g__Propionibacterium;s__propionicum_nov_90.11%
k__ Bacteria;p__Actinobacteria;c__Actinobacteria;o__Corynebacteriales;f__Corynebacteriaceae;g_ Corynebacterium;s__argentoratense
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Micrococcales;f__Micrococcaceae;g__ Rothia;s__mucilaginosa
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Micrococcales;f__Micrococcaceae;g__ Rothia;s__mucilaginosa_nov_94.38%
k__Bacteria;p__Actinobacteria;c__Coriobacteriia;o__Coriobacteriales;f__Atopobiaceae;g__ Atopobium;s__parvulum
k__Bacteria;p__Actinobacteria;c__Coriobacteriia;o__Coriobacteriales;f _Coriobacteriaceae;g__Atopobium;s__rimae
k__Bacteria;p__Actinobacteria;c__Coriobacteriia;o__Coriobacteriales;f _Coriobacteriaceae;g__Olsenella;s__sp._Oral_Taxon_807
k__Bacteria;p__Bacteroidetes;c_ Bacteroidetes_[C-1];0_ Bacteroidetes_[O-1];f_Bacteroidetes_[F-1];g_ Bacteroidetes_[G-3];s_ sp._Oral_Taxon_365
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f Bacteroidaceae;g_ Bacteroidaceae [G-1];s_ sp._Oral_Taxon_272
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f Bacteroidaceae;g_ Bacteroides;s__heparinolyticus
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f _Bacteroidales_[F-2];g_ Bacteroidales_[G-2];s__sp._Oral_Taxon_274
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f NA;g__Phocaeicola;s__abscessus
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f _Porphyromonadaceae;g__ Porphyromonas;s__catoniae
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas;s__catoniae_nov_94.38%
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas;s__endodontalis
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas;s__gingivalis

k__ Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g_ Porphyromonas;s__gingivalis_nov_90.93%

k__ Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas;s__multispecies_spp18_2
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas;s__sp._Oral_Taxon_275

k__ Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas;s__sp._Oral_Taxon_279
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas;s__sp._Oral_Taxon_284
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas;s__sp._Oral_Taxon_B43

k__ Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g_ Tannerella;s__forsythia

k__ Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g_ Tannerella;s_ forsythia_nov_96.36%
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g_ Tannerella;s__sp._Oral_Taxon_286
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f_Prevotellaceae;g__Alloprevotella;s_ rava
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g__Alloprevotella;s_ rava_nov_96.75%

k__ Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f_Prevotellaceae;g__Alloprevotella;s_ sp._Oral_Taxon_308
k__Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f_Prevotellaceae;g__Alloprevotella;s_ sp._Oral_Taxon_473
k__Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f Prevotellaceae;g__Alloprevotella;s_ sp._Oral_Taxon_473_nov_97.04%
k__Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f_Prevotellaceae;g_ Alloprevotella;s_ sp._Oral_Taxon_914
k__Bacteria;p__Bacteroidetes;c_ Bacteroidia;o_Bacteroidales;f Prevotellaceae;g__Alloprevotella;s__tannerae
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f Prevotellaceae;g_ Prevotella;s__dentalis
k__Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f Prevotellaceae;g_ Prevotella;s__denticola
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f _Prevotellaceae;g_ Prevotella;s__histicola
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f _Prevotellaceae;g_ Prevotella;s__histicola_nov_97.69%
k__Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f _Prevotellaceae;g_ Prevotella;s__intermedia
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f _Prevotellaceae;g__Prevotella;s__jejuni
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f _Prevotellaceae;g_ Prevotella;s__loescheii
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f _Prevotellaceae;g__Prevotella;s__melaninogenica
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g_ Prevotella;s__melaninogenica_nov_93.02%
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g_ Prevotella;s__nanceiensis
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g__Prevotella;s__nanceiensis_nov_93.06%

k__ Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g_ Prevotella;s__nigrescens
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g__Prevotella;s__oralis
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g__ Prevotella;s__oris
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g_ Prevotella;s__oris_nov_94.81%
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g__Prevotella;s__oulorum
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g__Prevotella;s__oulorum_nov_96.07%
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g_ Prevotella;s__pallens
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g_ Prevotella;s__pallens_nov_97.77%

k__ Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g_ Prevotella;s__pleuritidis
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g_ Prevotella;s__saccharolytica

k__ Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f_Prevotellaceae;g_ Prevotella;s__salivae
k__Bacteria;p__Bacteroidetes;c__ Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g_ Prevotella;s__salivae_nov_92.70%

k__ Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g_ Prevotella;s__scopos
k__Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g_ Prevotella;s__shahii

k__Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f _Prevotellaceae;g_ Prevotella;s_ sp._Oral_Taxon_305
k__Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f _Prevotellaceae;g_ Prevotella;s_ sp._Oral_Taxon_306

k__ Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f _Prevotellaceae;g_ Prevotella;s_ sp._Oral_Taxon_306_nov_93.79%
k__Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f _Prevotellaceae;g_ Prevotella;s_ sp._Oral_Taxon_309
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f _Prevotellaceae;g_ Prevotella;s_ sp._Oral_Taxon_313
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f_Prevotellaceae;g_ Prevotella;s_ sp._Oral_Taxon_317
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f _Prevotellaceae;g_ Prevotella;s_ sp._Oral_Taxon_475
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f _Prevotellaceae;g_ Prevotella;s__veroralis
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f _Prevotellaceae;g__multigenus;s__multispecies_spp43_2
k__Bacteria;p__Bacteroidetes;c__Flavobacteria;o__Flavobacteriales;f__Flavobacteriaceae;g_ Bergeyella;s__sp._Oral_Taxon_322
k__Bacteria;p__Bacteroidetes;c__Flavobacteria;o__Flavobacteriales;f__Flavobacteriaceae;g__Capnocytophaga;s__gingivalis
k__Bacteria;p__Bacteroidetes;c__Flavobacteria;o__Flavobacteriales;f__Flavobacteriaceae;g__Capnocytophaga;s__gingivalis_nov_97.98%
k__Bacteria;p__Bacteroidetes;c__Flavobacteria;o__Flavobacteriales;f__Flavobacteriaceae;g__Capnocytophaga;s__leadbetteri

k__ Bacteria;p__Bacteroidetes;c__Flavobacteria;o__Flavobacteriales;f__Flavobacteriaceae;g__Capnocytophaga;s__sp._Oral_Taxon_324
k__Bacteria;p__Bacteroidetes;c__Flavobacteria;o__Flavobacteriales;f__Flavobacteriaceae;g__Capnocytophaga;s__sp._Oral_Taxon_326
k__Bacteria;p__Bacteroidetes;c__Flavobacteria;o__Flavobacteriales;f__Flavobacteriaceae;g__Capnocytophaga;s__sp._Oral_Taxon_336
k__Bacteria;p__Bacteroidetes;c__Flavobacteria;o__Flavobacteriales;f__Flavobacteriaceae;g__Capnocytophaga;s__sp._Oral_Taxon_864
k__Bacteria;p__Bacteroidetes;c__Flavobacteria;o__Flavobacteriales;f__Flavobacteriaceae;g__Capnocytophaga;s__sp._Oral_Taxon_902
k__Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f__Flavobacteriaceae;g_ Capnocytophaga;s__ochracea
k__Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f__Flavobacteriaceae;g__Capnocytophaga;s__sputigena

k__ Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f__Flavobacteriaceae;g_ Capnocytophaga;s__sputigena_nov_96.53%
k__Bacteria;p__Firmicutes;c__Bacilli;o__Bacillales;f__Bacillaceae;g__Bacillus;s__multispecies_spp63_8

k__ Bacteria;p__Firmicutes;c__Bacilli;o__Bacillales;f__NA;g__Gemella;s__morbillorum
k__Bacteria;p__Firmicutes;c__Bacilli;o__Bacillales;f__Staphylococcaceae;g__Gemella;s__haemolysans
k__Bacteria;p__Firmicutes;c__Bacilli;o__Bacillales;f__Staphylococcaceae;g__Gemella;s__moribillum
k__Bacteria;p__Firmicutes;c__Bacilli;o__Bacillales;f__Staphylococcaceae;g__Gemella;s__moribillum_nov_88.15%
k__Bacteria;p__Firmicutes;c__Bacilli;o__Bacillales;f__Staphylococcaceae;g__Gemella;s__sanguinis

k__ Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f _Aerococcaceae;g__Abiotrophia;s__defectiva
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f _Carnobacteriaceae;g__Granulicatella;s__adiacens

k__Bacteria;p__Firmicutes;c__ Bacilli;o__Lactobacillales;f _Carnobacteriaceae;g__Granulicatella;s__elegans

k__ Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f _Carnobacteriaceae;g__Granulicatella;s__multispecies_spp37_2
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f _Carnobacteriaceae;g__Granulicatella;s__paradiacens
k__Bacteria;p__Firmicutes;c__ Bacilli;o__Lactobacillales;f__Carnobacteriaceae;g__Granulicatella;s__paradiacens_nov_93.39%
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f _Enterococcaceae;g__Enterococcus;s__multispecies_spp46_2
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f _Lactobacillaceae;g__Lactobacillus;s__crispatus
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f _Lactobacillaceae;g__Lactobacillus;s__gasseri
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f _Streptococcaceae;g__Lactococcus;s__lactis
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f _Streptococcaceae;g__Streptococcus;s__anginosus

k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__anginosus_nov_96.99%
k__Bacteria;p__Firmicutes;c__ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__australis
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__ Streptococcus;s__australis_nov_93.65%

k__ Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__canis
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__constellatus
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__cristatus
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__dentisani
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__dentisani_nov_97.46%
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__gordonii
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f_Streptococcaceae;g__Streptococcus;s__infantis
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__ Streptococcus;s__intermedius
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__lactarius

k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f _Streptococcaceae;g__Streptococcus;s__mitis

k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f_Streptococcaceae;g__Streptococcus;s__multispecies_spp29_2
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f_Streptococcaceae;g__Streptococcus;s__multispecies_spp2_2
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__multispecies_spp30_3
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f_Streptococcaceae;g__ Streptococcus;s__multispecies_spp38_2
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f_Streptococcaceae;g__Streptococcus;s__multispecies_spp56_2
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f_Streptococcaceae;g__ Streptococcus;s__multispecies_spp57_4
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f_Streptococcaceae;g__ Streptococcus;s__multispecies_spp59_3
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f_Streptococcaceae;g__ Streptococcus;s__multispecies_spp60_2
k__Bacteria;p__Firmicutes;c__ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__multispecies_spp7_9
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f _Streptococcaceae;g_ Streptococcus;s__mutans

k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__ Streptococcus;s__oralis
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__oralis_nov_94.49%
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f _Streptococcaceae;g__Streptococcus;s__parasanguinis
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__parasanguinis_|
k__Bacteria;p__Firmicutes;c__ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__ Streptococcus;s__parasanguinis_lI
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__ Streptococcus;s__parasanguinis_Il_nov_94.97%
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__peroris
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__pneumoniae
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__pneumoniae_nov_97.22%
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__pseudopneumoniae
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__salivarius
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__sanguinis
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__sanguinis_nov_95.59%
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__sp._Oral_Taxon_056
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__sp._Oral_Taxon_057
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__ Streptococcus;s__sp._Oral_Taxon_058
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f_Streptococcaceae;g__Streptococcus;s__sp._Oral_Taxon_061
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f _Streptococcaceae;g__ Streptococcus;s__sp._Oral_Taxon_064

k__ Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__ Streptococcus;s__sp._Oral_Taxon_065
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f _Streptococcaceae;g__ Streptococcus;s__sp._Oral_Taxon_067
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__ Streptococcus;s__sp._Oral_Taxon_068
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f _Streptococcaceae;g_ Streptococcus;s_ sp._Oral_Taxon_069
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f _Streptococcaceae;g_ Streptococcus;s_ sp._Oral_Taxon_070
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f _Streptococcaceae;g_ Streptococcus;s_ sp._Oral_Taxon_074
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f _Streptococcaceae;g_ Streptococcus;s_ sp._Oral_Taxon_431
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f _Streptococcaceae;g__ Streptococcus;s__sp._Oral_Taxon_486
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__ Streptococcus;s__sp._Oral_Taxon_487
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f _Streptococcaceae;g__Streptococcus;s__sp._Oral_Taxon_71
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f _Streptococcaceae;g__ Streptococcus;s__sp._Oral_Taxon_B66
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f _Streptococcaceae;g__Streptococcus;s__sp._Oral_Taxon_E11
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f _Streptococcaceae;g__ Streptococcus;s__sp._Oral_Taxon_E27
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f _Streptococcaceae;g__ Streptococcus;s__sp._Oral_Taxon_E98
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__ Streptococcus;s__sp._str._2136FAA
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__ Streptococcus;s__sp._str._2136FAA_nov_96.71%
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__ Streptococcus;s__sp._str._C150
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__sp._str._C300

k__ Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__sp._str._C300_nov_93.33%
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__sp._str._M334
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__tigurinus
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__vestibularis
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiales Family XIIl. Incertae Sedis;g__Mogibacterium;s__neglectum
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiales Family XllI. Incertae Sedis;g__Mogibacterium;s__timidum
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiales Family XIII. Incertae Sedis;g__Mogibacterium;s__vescum
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiales_[F-2];g__Clostridiales_[F-2][G-1];s__sp._Oral_Taxon_075
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiales_[F-2];g_ Clostridiales_[F-2][G-1];s__sp._Oral_Taxon_075_nov_97.04%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiales_[F-2];g__ Clostridiales_[F-2][G-2];s__sp._Oral_Taxon_085
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiales_[F];g__Clostridiales_[G];s__sp._Oral_Taxon_G74
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f _Eubacteriaceae;g_ Pseudoramibacter;s__alactolyticus

k__ Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae;g__Lachnoanaerobaculum;s__ orale
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae;g__Lachnoanaerobaculum;s__orale_nov_93.65%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f _Lachnospiraceae;g__Moryella;s__indoligenes
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae_[XIVa];g__Catonella;s__morbi
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f _Lachnospiraceae_[XIVa];g__Catonella;s__morbi_nov_90.46%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f _Lachnospiraceae_[XIVa];g_ Johnsonella;s__sp. Oral_Taxon_166
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f _Lachnospiraceae_[XIVa];g__Lachnospiraceae_[G-2];s__sp._Oral_Taxon_096
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f _Lachnospiraceae_[XIVa];g_ Moryella;s__sp. Oral_Taxon_373
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f __Lachnospiraceae_[XIVa];g__Oribacterium;s__sinus
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f _Lachnospiraceae_[XIVa];g__Oribacterium;s__sp. Oral_Taxon_108
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f _Lachnospiraceae_[XIVa];g__Oribacterium;s__sp. Oral_Taxon_78
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptococcaceae;g_ Peptococcus;s__sp._Oral_Taxon_167
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptostreptococcaceae;g__ Filifactor;s__alocis

k__Bacteria;p__Firmicutes;c__ Clostridia;o__Clostridiales;f__Peptostreptococcaceae_[XIIl];g__Parvimonas;s__sp._Oral_Taxon_110_nov_96.45%
k__ Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptostreptococcaceae_[XIll];g__ Peptostreptococcaceae_[XIII][G-1];s__sp._Oral_Taxon_113
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptostreptococcaceae_[XIll];g__Peptostreptococcaceae_[XIII][G-1];s__sp._Oral_Taxon_113_nov_96.17%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptostreptococcaceae_[XI];g__Eubacterium_[XI][G-1];s__sulci

k__ Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptostreptococcaceae_[XI];g_ Eubacterium_[XI][G-3];s__brachy
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptostreptococcaceae_[XI];g__Eubacterium_[XI][G-5];5__saphenum
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptostreptococcaceae_[XI];g_ Eubacterium_[XI][G-6];5__nodatum
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptostreptococcaceae_[XI];g__Mogibacterium;s__diversum
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptostreptococcaceae_[XI];g_ Peptostreptococcaceae_[XI][G-1];s_ sp._Oral_Taxon_383
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptostreptococcaceae_[XI];g_ Peptostreptococcaceae_[XI][G-4];s__sp._Oral_Taxon_369
k__ Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptostreptococcaceae_[XI];g__Peptostreptococcus;s__stomatis

k__ Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Veillonellaceae;g__Centipeda;s__periodontii
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f_Veillonellaceae;g__Centipeda;s__sp._Oral_Taxon_D18
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f_Veillonellaceae;g__Centipeda;s__sp._Oral_Taxon_D18_nov_95.75%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Veillonellaceae;g__Centipeda;s__sp._Oral_Taxon_F73_nov_97.06%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f_Veillonellaceae;g__ Dialister;s__invisus
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f_Veillonellaceae;g_ Dialister;s__pneumosintes
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f_Veillonellaceae;g__Megasphaera;s__micronuciformis
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f_Veillonellaceae;g_ Megasphaera;s_ sp._Oral_Taxon_123
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f_Veillonellaceae;g__Selenomonas;s__multispecies_spp9_2
k__Bacteria;p__Firmicutes;c_ Clostridia;o__Clostridiales;f__Veillonellaceae;g__Selenomonas;s__sp._Oral_Taxon_126
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Veillonellaceae;g__Selenomonas;s__sp._Oral_Taxon_136
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Veillonellaceae;g__Selenomonas;s__sp._Oral_Taxon_136_nov_94.89%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f_Veillonellaceae;g__Selenomonas;s__sp._Oral_Taxon_479
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f _Veillonellaceae;g_ Veillonella;s__atypica
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f_Veillonellaceae;g_ Veillonella;s__atypica_nov_97.57%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Veillonellaceae;g__Veillonella;s__parvula_group
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Veillonellaceae;g_ Veillonella;s__parvula_group_nov_90.29%

k__ Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Veillonellaceae;g_ Veillonella;s__sp._Oral_Taxon_917
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Veillonellaceae;g__ Veillonella;s__sp._Oral_Taxon_917_nov_96.57%
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Veillonellaceae;g__Veillonella;s__sp._Oral_Taxon_C09
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__multifamily;g__Eubacterium;s__brachy
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__multifamily;g__Eubacterium_[XI][G-3];s__brachy
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__multifamily;g__Eubacterium_[XI]1[G-71;s__yurii
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__multifamily;g__Lachnoanaerobaculum;s__saburreum
k__Bacteria;p__Firmicutes;c__Erysipelotrichi;o__Erysipelotrichales;f__Erysipelotrichaceae;g_ Bulleidia;s__extructa
k__Bacteria;p__Firmicutes;c__Erysipelotrichi;o__Erysipelotrichales;f__Erysipelotrichaceae;g__Erysipelotrichaceae_[G-1];s__sp._Oral_Taxon_904
k__Bacteria;p__Firmicutes;c__Erysipelotrichi;o__Erysipelotrichales;f__Erysipelotrichaceae;g__Solobacterium;s__moorei
k__Bacteria;p__Firmicutes;c__Negativicutes;o__Selenomonadales;f_ Veillonellaceae;g__Selenomonas;s__sputigena
k__Bacteria;p__Firmicutes;c__Negativicutes;o__Selenomonadales;f_ Veillonellaceae;g_ Veillonella;s__tobetsuensis

k__ Bacteria;p__Firmicutes;c_ Tissierellia;o__ Tissierellales;f__Peptoniphilaceae;g__Parvimonas;s__micra

k__Bacteria;p__Firmicutes;c_ Tissierellia;o_ Tissierellales;f__Peptoniphilaceae;g__Parvimonas;s__micra_nov_85.87%

k__ Bacteria;p__Firmicutes;c__multiclass;o__Selenomonadales;f_Veillonellaceae;g_ Veillonella;s__multispecies_sppll_2
k__Bacteria;p__Fusobacteria;c__Fusobacteria;o__Fusobacteriales;f__Fusobacteriaceae;g_ Fusobacterium;s__nucleatum_ss_animalis
k__Bacteria;p__Fusobacteria;c_ Fusobacteria;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__nucleatum_ss_nucleatum
k__Bacteria;p__Fusobacteria;c__Fusobacteria;o__Fusobacteriales;f__Fusobacteriaceae;g_ Fusobacterium;s__nucleatum_ss_vincentii
k__Bacteria;p__Fusobacteria;c__Fusobacteria;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__periodonticum
k__Bacteria;p__Fusobacteria;c__Fusobacteria;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__periodonticum_nov_97.63%
k__Bacteria;p__Fusobacteria;c__Fusobacteria;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__sp._Oral_Taxon_203
k__Bacteria;p__Fusobacteria;c__Fusobacteria;o__Fusobacteriales;f_Fusobacteriaceae;g__Fusobacterium;s__sp._Oral_Taxon_H27
k__Bacteria;p__Fusobacteria;c__Fusobacteria;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__buccalis
k__Bacteria;p__Fusobacteria;c__Fusobacteria;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__hofstadii
k__Bacteria;p__Fusobacteria;c__Fusobacteria;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__sp. AF189244.1
k__Bacteria;p__Fusobacteria;c__Fusobacteria;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__sp._AF189244.1_nov_90.86%
k__Bacteria;p__Fusobacteria;c__Fusobacteria;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__sp._Oral_Taxon_212
k__Bacteria;p__Fusobacteria;c__Fusobacteria;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__sp._Oral_Taxon_215
k__Bacteria;p__Fusobacteria;c__Fusobacteria;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__sp._Oral_Taxon_215_nov_97.85%
k__Bacteria;p__Fusobacteria;c__Fusobacteria;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__sp._Oral_Taxon_218
k__Bacteria;p__Fusobacteria;c__Fusobacteria;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__sp._Oral_Taxon_218_nov_96.00%
k__Bacteria;p__Fusobacteria;c__Fusobacteria;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s_ sp._Oral_Taxon_417
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__multispecies_sppl5_2
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__multispecies_sppl16_3
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__multispecies_sppn67_2_nov_96.56%
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__multispecies_sppn67_2_nov_96.74%
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__nucleatum

k__ Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g_ Fusobacterium;s__nucleatum_nov_92.84%
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s_ wadei
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__wadei_nov_97.42%

k__ Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__Caulobacterales;f Caulobacteraceae;g_ Phenylobacterium;s__haematophilum
k__ Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__Rhizobiales;f Bradyrhizobiaceae;g_ Bradyrhizobium;s__multispecies_spp75_2
k__ Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__Rhizobiales;f Bradyrhizobiaceae;g_ Bradyrhizobium;s__multispecies_spp80_3
k__Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__Rhizobiales;f _Methylobacteriaceae;g_ Methylobacterium;s__hispanicum
k__Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__Rhizobiales;f Methylobacteriaceae;g_ Methylobacterium;s__multispecies_spp64_5
k__Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__Rhodospirillales;f _Acetobacteraceae;g_ Roseomonas;s__aquatica
k__Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__Sphingomonadales;f _Sphingomonadaceae;g__Sphingomonas;s__multispecies_sppl_2
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Burkholderiales;f__Alcaligenaceae;g__Alcaligenes;s__multispecies_spp73_2
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o_ Burkholderiales;f _Burkholderiaceae;g__Lautropia;s__mirabilis
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Burkholderiales;f _Comamonadaceae;g__Delftia;s__acidovorans
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Burkholderiales;f _NA;g__Aquabacterium;s__parvum
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Neisseriales;f _Neisseriaceae;g__Eikenella;s__corrodens
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Neisseriales;f _Neisseriaceae;g__Kingella;s__denitrificans
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Neisseriales;f__Neisseriaceae;g_ Kingella;s__oralis
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Neisseriales;f__Neisseriaceae;g__Kingella;s__oralis_nov_97.76%
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Neisseriales;f__Neisseriaceae;g__Neisseria;s__bacilliformis
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Neisseriales;f__Neisseriaceae;g__Neisseria;s__elongata
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Neisseriales;f__Neisseriaceae;g__Neisseria;s__flavescens|subflava
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Neisseriales;f__Neisseriaceae;g__ Neisseria;s__flavescens|subflava_nov_97.47%
k__ Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Neisseriales;f _Neisseriaceae;g__Neisseria;s__mucosa
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Neisseriales;f__Neisseriaceae;g_ Neisseria;s__perflava

k__ Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Neisseriales;f _Neisseriaceae;g__Neisseria;s__sicca
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__ Neisseriales;f _Neisseriaceae;g__ Neisseria;s__sp._Oral_Taxon_14
k__Bacteria;p__Proteobacteria;c__Deltaproteobacteria;o__Desulfovibrionales;f _Desulfovibrionaceae;g__ Desulfovibrio;s__sp._Oral_Taxon_040
k__Bacteria;p__Proteobacteria;c__Epsilonproteobacteria;o__Campylobacterales;f Campylobacteraceae;g__Campylobacter;s__concisus
k__Bacteria;p__Proteobacteria;c__Epsilonproteobacteria;o__Campylobacterales;f Campylobacteraceae;g_ Campylobacter;s_ concisus_nov_93.18%
k__Bacteria;p__Proteobacteria;c__Epsilonproteobacteria;o__Campylobacterales;f Campylobacteraceae;g__Campylobacter;s__curvus
k__Bacteria;p__Proteobacteria;c__Epsilonproteobacteria;o__Campylobacterales;f _Campylobacteraceae;g__Campylobacter;s__gracilis

k__ Bacteria;p__Proteobacteria;c__Epsilonproteobacteria;o__Campylobacterales;f Campylobacteraceae;g__Campylobacter;s__showae
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Cardiobacteriales;f _Cardiobacteriaceae;g__Cardiobacterium;s__hominis
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f__Enterobacteriaceae;g__multigenus;s__multispecies_spp41_7
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g__Aggregatibacter;s__aphrophilus
k__Bacteria;p__Proteobacteria;c__ Gammaproteobacteria;o__Pasteurellales;f _Pasteurellaceae;g__Aggregatibacter;s__aphrophilus_nov_94.59%
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g__Aggregatibacter;s__segnis
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g__Aggregatibacter;s__segnis_nov_94.62%
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g__Aggregatibacter;s_ sp._Oral_Taxon_458
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g__Aggregatibacter;s_ sp._Oral_Taxon_898
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g__Haemophilus;s__haemolyticus
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g__Haemophilus;s__influenzae
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g_ Haemophilus;s__parahaemolyticus
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g__Haemophilus;s__parainfluenzae
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g__Haemophilus;s__parainfluenzae_nov_96.88%
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g_ Haemophilus;s__paraphrohaemolyticus
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g_ Haemophilus;s__sp._Oral_Taxon_C82
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g_ Haemophilus;s__sputorum
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g_ NA;s_ felis_nov_96.32%
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Acinetobacter;s__gerneri
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__ Pseudomonadales;f__Moraxellaceae;g__Acinetobacter;s__johnsonii
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o_ Pseudomonadales;f _Moraxellaceae;g__Acinetobacter;s__multispecies_spp77_2
k__ Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pseudomonadales;f _Moraxellaceae;g__Acinetobacter;s__multispecies_spp78_3
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pseudomonadales;f _Moraxellaceae;g__Acinetobacter;s_ sp._Oral_Taxon_A58
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o_ Pseudomonadales;f _Moraxellaceae;g__multigenus;s__multispecies_spp55_2
k__ Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o_ Pseudomonadales;f Pseudomonadaceae;g_ Pseudomonas;s__multispecies_spp68_3
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o_ Pseudomonadales;f _Pseudomonadaceae;g_ Pseudomonas;s__putida
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o_Xanthomonadales;f_Xanthomonadaceae;g__ Stenotrophomonas;s__maltophilia
k__Bacteria;p__ SR1;c_ SR1 [C-1];0_ SR1_[O-1];f SR1 _[F-1];g_ SR1_[G-1];s_ sp. Oral_Taxon_345
k__Bacteria;p__Saccharibacteria(TM7);c_ TM7_[C-1];0__TM7_[O-1];f _TM7_[F-1];9_ TM7_[G-1];s__sp._Oral_Taxon_346
k__Bacteria;p__Saccharibacteria(TM7);c_ TM7_[C-1];0__ TM7_[O-1];f _TM7_[F-1];9_ TM7_[G-1];s__sp._Oral_Taxon_347
k__Bacteria;p__Saccharibacteria(TM7);c_ TM7_[C-1];0__TM7_[O-1];f _TM7_[F-1];9_ TM7_[G-1];s__sp._Oral_Taxon_348
k__Bacteria;p__Saccharibacteria(TM7);c_ TM7_[C-1];0__TM7_[O-1];f _TM7_[F-1];9_ TM7_[G-1];s__sp._Oral_Taxon_352
k__Bacteria;p__Saccharibacteria(TM7);c_ TM7_[C-1];0_ TM7_[O-1];f__TM7_[F-1];g_ TM7_[G-1];s__sp._Oral_Taxon_870
k__Bacteria;p__Saccharibacteria(TM7);c_ TM7_[C-1];0_ TM7_[O-1];f__TM7_[F-1];g_ TM7_[G-3];s__sp._Oral_Taxon_351
k__Bacteria;p__Saccharibacteria(TM7);c_ TM7_[C-1];0_ TM7_[O-1];f__TM7_[F-11;9_ TM7_[G-3];s__sp._Oral_Taxon_351_nov_97.85%
k__Bacteria;p__Spirochaetes;c__Spirochaetes;o__Spirochaetales;f_Spirochaetaceae;g_ Treponema;s__denticola
k__Bacteria;p__Spirochaetes;c__Spirochaetes;o__Spirochaetales;f__Spirochaetaceae;g_ Treponema;s__lecithinolyticum
k__Bacteria;p__Spirochaetes;c__Spirochaetes;o__Spirochaetales;f__Spirochaetaceae;g_ Treponema;s__maltophilum
k__Bacteria;p__Spirochaetes;c__Spirochaetes;o__Spirochaetales;f_Spirochaetaceae;g_ Treponema;s__sp._Oral_Taxon_231
k__Bacteria;p__Spirochaetes;c__Spirochaetes;o__Spirochaetales;f_Spirochaetaceae;g_ Treponema;s__sp._Oral_Taxon_234
k__Bacteria;p__Spirochaetes;c__Spirochaetes;o__Spirochaetales;f_Spirochaetaceae;g_ Treponema;s__sp._Oral_Taxon_237
k__Bacteria;p__Spirochaetes;c__Spirochaetes;o__Spirochaetales;f__Spirochaetaceae;g_ Treponema;s__sp._Oral_Taxon_265_nov_93.26%
k__Bacteria;p__Spirochaetes;c__Spirochaetes;o__Spirochaetales;f_Spirochaetaceae;g_ Treponema;s__sp._Oral_Taxon_268
k__Bacteria;p__Spirochaetes;c__Spirochaetia;o__Spirochaetales;f__Spirochaetaceae;g_ Treponema;s__parvum
k__Bacteria;p__Spirochaetes;c__Spirochaetia;o__Spirochaetales;f_Spirochaetaceae;g_ Treponema;s__socranskii
k__Bacteria;p__Spirochaetes;c__Spirochaetia;o__Spirochaetales;f_Spirochaetaceae;g_ Treponema;s__socranskii_nov_84.86%
k__Bacteria;p__Synergistetes;c_ Synergistetes_[C-1];0__Synergistetes_[O-1];f _Synergistetes_[F-2];g_ Fretibacterium;s__fastidiosum
k__Bacteria;p__Synergistetes;c__Synergistetes_[C-1];0__Synergistetes_[O-1];f _Synergistetes_[F-2];g_ Fretibacterium;s__multispecies_spp21_3
k__Bacteria;p__Synergistetes;c__Synergistetes_[C-1];0__Synergistetes_[O-1];f _Synergistetes_[F-2];g_ Fretibacterium;s__multispecies_spp22_3
k__Bacteria;p__Synergistetes;c_ Synergistetes [C-1];0__Synergistetes_[O-1];f _Synergistetes_[F-2];g_ Fretibacterium;s__multispecies_spp23_2
k__Bacteria;p__Synergistetes;c__Synergistetes_[C-1];0__Synergistetes_[O-1];f Synergistetes [F-2];g_ Fretibacterium;s__multispecies_spp24_3
k__Bacteria;p__Synergistetes;c__Synergistetes [C-1];0__Synergistetes_[O-1];f _Synergistetes [F-2];g_ Fretibacterium;s__multispecies_spp25_2
k__Bacteria;p__Synergistetes;c__ Synergistetes [C-1];0__Synergistetes [O-1];f Synergistetes [F-2];g_ Fretibacterium;s__multispecies_spp26_2
k__Bacteria;p__Synergistetes;c__Synergistetes_[C-1];0__Synergistetes_[O-1];f Synergistetes _[F-2];g_ Fretibacterium;s__sp._Oral_Taxon_360
k__Bacteria;p__Tenericutes;c__Mollicutes;o__Mycoplasmatales;f _Mycoplasmataceae;g_ Mycoplasma;s__salivarium
k__Plantae;p__Angiosperms;c__Magnoliids;o__Laurales;f__Calycanthaceae;g__Calycanthus;s_ floridus_Oral_Taxon_D07



